NIH Portfolio Analysis for the use of Wild Animal Models in Order to Advance
the Understanding of Human Behavior and Disease

Background:
The use of animal models—species for which a broad range of diagnostic, molecular, and genetic tools have

been developed—in tightly controlled laboratory environments has been instrumental in driving progress in the
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FY2015. For comparison to NIH investment in all animal models, the keyword (RCDC) “animal model” was used
and the search included all awarded grants from FY2007-FY2015.
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in research colonies, as well as among feral rodents and domestic dogs and cats. The
consistency of these findings among animals living in varying environments, suggests
the intriguing possibility that the aetiology of increasing body weight may involve
several as-of-yet unidentified and/or poorly understood factors (e.g. viral pathogens,
epigenetic factors). This finding may eventually enhance the discovery and fuller
elucidation of other factors that have contributed to the recent rise in obesity rates.”

Environmental Hazards

Lanzas C, Ayscue P, lvanek R, Grohn YT, Nature Reviews, Microbiology (2010) 8, 139-148.
“In recent decades, theory addressing the processes that underlie the dynamics of

infectious diseases has progressed considerably. Unfortunately, the availability of empirical
data to evaluate these theories has not grown at the same pace. Although laboratory animals
have been widely used as models at the organism level, they have been less appropriate for
addressing issues at the population level. However, farm animal populations can provide
empirical models to study infectious diseases at the population level”.

The use of wild animal models to detect evidence of environmental contamination by asbestos-like substance

Puleio R, Schiavo MR, Macaluso G, Manno C, Loria GR, Veterinary Record (2013) 172: 398

“Environmental contamination by asbestos, obtained by mineral extraction for its use in buildings and industrial activity, still represents one of the health priorities of modern times. Asbestos-
related risks and its implications in human disease, such as mesothelioma and similar conditions, are still controversial. In 2004, epidemiological studies revealed an unexpected high
prevalence of pleural mesothelioma in human beings of Biancavilla village in Catania, a small town at the foot of Mount Etna. This discovery provoked the public health authorities to
investigate the environmental risk in the area. The source of the problem was identified as a local open-pit mine located near Monte Calvario, which had been used over the last century as a
source of concretepozzolan sand for buildings in the town. .... Its aim was to evaluate and identify possible risks of aerogenic contamination by 5-fluoroedenite fibre in animal sentinels. The
authors monitored the presence of the mineral in wild rodents trapped in the Biancavilla area as potential indicators of dust contamination .....The study showed that wild rodents can act as
suitable and effective indicators of environmental contamination. .... Wild rodents may be also used as reliable sentinels to monitor potential environmental risks, such as dust pollution of
large cities. .... In future, it may be desirable to test other species, including poultry, pigeons and rabbits, as these may be more sensitive indicators of environmental pollution.”

Summary:
There are few projects funded that utilize wild animal models. Using QVR and searching over FY07-FY15 a total of
43 applications were submitted and 8 were funded. This is in sharp contrast to the total number of animal

models studied over the same time period (60,060). While there may be some applications that failed to meet
the search criteria, these analyses indicated that there is a paucity of research funded by the NIH that utilized
wild animal models.
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